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showed strikingly elevated levels of RGS4 compared to wild-type littermates. ATE1
+/-heterozygous mice, which were virtually identical to wild-type mice in terms of gross morphology, showed no effects on RGS4 levels, indicating the haplosufficiency of ATE1 on RGS4 degradation. These data complement Fig. 5B . Supplementary Fig. S8 . Total RNA from the frontal cortex (A) and the hippocampus (B)
was subjected to microarray, identifying PCA-target genes which are downregulated. PCA was intraperitoneally injected at 10 mg/kg and 20 mg/kg dose once per day for three days while saline was used as control. Mice were sacrificed 6 hr after the third PCA injection, and brains were extracted to prepare protein or mRNA samples. Gene ontology analysis was performed using DAVID. Fold changes are log base 2. P < 0.005. (C) Quantitative RT-PCR was performed using primers for indicated genes and GAPDH (control for normalization).
